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Supplementary Fig. 4A. STRINGdb (https://string-db.org/) analysis for biological process gene ontologies for Luminal A

subtype.
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Supplementary Fig. 4B. STRINGdb (https.//string-db.org/) analysis for biological process gene ontologies for Luminal B

subtype.
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Fig5C: STRING-DB analysis for Biological Process Gene Ontologies for HER2-Like Subtype
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Supplementary Fig. 4C. STRINGdD (https://string-db.org/) analysis for Biological Process Gene Ontologies for HER2-
like subtype.
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Supplementary Fig. 4D. STRINGdb (https://string-db.org/) analysis for biological process gene ontologies for Basal-
like subtype.
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