Retrospective study

DLBCL cases treated with RCHOP/CHOP
[N=41]

Followed up for 36 months and clinical
outcome determined
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Whole mi RNA transcriptome profiling from FFPE tissue biopsy
in 10 DLBCL cases

(3 complete responders and 7 non responders ;n=3 relapse &
n= 4 refractory)

Differentially expressed miRNA identified
miR-671-5p, miR-193b-5p and miR-1307-5p
Downregulated in non-responders as compared to responders

Further validation by q-RT-PCR in all cases of DLBCL in tissue
biopsy

Delta Ct cut-off values selected by ROC analysis for validated
miR’s for predicting treatment response in Prospective cohort

Prospective study

Treatment-naive DLBCL cases [N=36]
(Paired formalin fixed biopsy + plasma)

Followed up for 24 months and clinical
outcome determined [N=33]

Expression of three validated miRs miR-
671-5p, miR-193b-5p and miR-1307-5p
determined in formalin biopsy and cell
free DNA

Based on selected cut-off treatment
response predicted and correlated
prospectively with actual clinical outcome
as responders vs non-responders

Prediction accuracy determined for tissue
and cell-free plasma miRNA levels

Supplementary Fig. 1. Flow chart of the study plan.





