Supplementary Table IV. Association between SNPs and pain level in sickle cell disease patients

SNP ID

Pain level (0-3)

Pain level (4-5)

P value, OR (CI)

1 SELP: NM_003005.4:
SELP: NM_003005.4:
SELP: NM_003005.4:
CCvs. TT
(CCHCT) vs. TT
CCuvs. (CT+TT)

2 SELP: NM_003005.4:
SELP: NM_003005.4:
SELP: NM_003005.4:
TTvs. CC
TT vs. (CC+CT)
(TT+CT) vs. CC

3 SELP: NM_003005.4:
SELP: NM_003005.4:
SELP: NM_003005.4:
GG vs. AA

4 SELP: NM_003005.4:
SELP: NM_003005.4:
SELP: NM_003005.4:

5 SELP: NM_003005.4:
SELP: NM_003005.4:
SELP: NM_003005.4:
AAvs. GG
AAvs. (GGHAG)
(AA+AG) vs. GG

6 SELP: NM_003005.4:
SELP: NM_003005.4:
SELP: NM_003005.4:
GGvs. TT
GG vs. (TT+TG)
(GG+TG) vs. TT

7 SELP: NM_003005.4:
SELP: NM_003005.4:
SELP: NM_003005.4:
GG vs. CC
GG vs. (CC+CQG)
(GG+CQG) vs. CC

8 SELP: NM_003005.4:
SELP: NM_003005.4:
SELP: NM_003005.4:
CCvs. AA
CCvs. (ACHAA)
(CC+AC) vs. AA

.1807C>T (CC) (59)
¢.1807C>T (CT) (57)
¢.1807C>T (TT) (24)

.1812C>T (CC) (121)
.1812C>T (CT) (11)
e.1812C>T (TT) (8)

€.590+294>G(44) (121)
€.590+294>G(AG) (12)
¢.590+294>G(GG) (7)

€.590+49G>C (GG) (121)
.590+49G>C(GC) (19)
.590+49G>C (CC)
.625G>A (GG) (120)
€.625G>A4 (GA) (16)
€.625G>A4 (A4) (4)

¢.2105T>G (TT) (109)
¢.2105T>G (TG) (21)
¢.2105T>G (GG) (10)

.2102-52C>G(CC) (94)
¢.2102-52C>G (CG) (32)
.2102-52C>G (GG) (14)

.2102-154>C(AA) (104)
.2102-154>C (AC) (25)
.2102-154>C (CC) (11)

5(8.5)
12 2L.1)
2(8.3)

15 (12.4)
2(18.2)
2 (25.0)

19 (15.7)
0 (0.0)
0 (0.0)

17 (14.0)
2(10.5)
13 (10.8)
4(25.0)
2 (50.0)

13 (11.9)
5(23.8)
1 (10.0)

15 (16.0)
3(9.4)
1(7.1)

15 (14.4)
2(8.0)
2(18.2)

54 (91.5)
45 (78.9)
22 (91.7)

106 (87.6)
9 (81.8)
6 (75.0)

102 (84.3)
12 (100.0)
7 (100.0)

104 (86.0)
17 (89.5)
107 (89.2)
12 (75.0)
2(50.0)

96 (88.1)
16 (76.2)
9 (90.0)

79 (84.0)
29 (90.6)
13 (92.9)

89 (85.6)
23 (92.0)
9 (81.8)

Ref
0.098,0.347 (0.128 — 1.105)
0.678, 1.019 (0.1904-5.423)
0.678, 1.019 (0.1904-5.423)
0.620, 1.889 (0.450 — 8.723)
0.210, 2.257 (0.784 — 5.948)

Ref
0.937,0.636 (0.135- 3.179)
0.630, 0.423 (0.0922- 2.238)
0.630, 0.424 (0.0922- 2.238)

0.659, 0.443 (0.0985 —2.318)
0.506, 1.884 (0.612 — 6.082)
Ref
0.293, 0 (0.613 - )
0.555, © (0.296- )
0.555, © (0.296- )

Ref
0.676, 1.389 (0.315 - 6.510)

Ref
0.227, 0.364 (0.1000- 1.163)
0.113, 0.121 (0.018 — 0.850)
0.113, 0.121 (0.018 — 0.850)
0.156, 0.142 (0.021 — 0.980)
0.049, 3.527 (1.097 — 10.26)

Ref
0.271,0.433 (0.143 — 1.233)
0.740, 1.219 (0.198 — 14.32)
0.740, 1.219 (0.198 — 14.32)
0.891, 1.446 (0.201- 16.69)
0.442, 1.772 (0.599 — 5.225)

Ref
0.530, 1.835 (0.551 — 6.302)
0.643, 2.468 (0.375 -27.93)
0.643, 2.468 (0.375 - 27.93)
0.742,2.167 (0.345 — 24.29)
0.359, 0.501 (0.172 — 1.576)

Ref
0.600, 1.938 (0.449 —9.009)
0.910, 0.758 (0.160 — 3.787)
0.910, 0.758 (0.160 — 3.787)
0.994, 0.683 (0.149 — 3.380)

0.827, 0.741 (0.253 — 2.388)
Contd...




SNP ID

Pain level (0-3)

Pain level (4-5)

P value, OR (CI)

11

12

13

15

SELP: NM_003005.4:
SELP: NM_003005.4:
SELP: NM_003005.4:
CCuvs. AA

(CC+AC) vs. AA
SELE: NM_000450.2:
SELE: NM_000450.2:
SELE: NM_000450.2:
TTvs. CC

TT vs. (CC+CT)
(TT+CT) vs. CC
SELE: NM_000450.2:
SELE: NM_000450.2:
SELE: NM_000450.2:
TTvs. CC

TT vs. (CC+CT)
(TT+CT) vs. CC
SELE: NM_000450.2:
SELE: NM_000450.2:
SELE: NM_000450.2:
CCvs. AA

CCvs. (AC+AA)
(CC+AC) vs. AA
SELE: NM_000450.2:
SELE: NM_000450.2:
SELE: NM_000450.2:
CCvs. AA

CCvs. (AC+AA)
(CC+AC) vs. AA
SELE: NM_000450.2:
SELE: NM_000450.2:
SELE: NM_000450.2:
TTvs. CC

TT vs. (CC+CT)
(TT+CT) vs. CC
SELE: NM_000450.2:
SELE: NM_000450.2:
SELE: NM_000450.2:
CCvs. TT

(CC+CT) vs. TT
CCuvs. (CT+TT)

€.22664>C (44) (121) 15 (12.4)
€.22664>C (AC) (17) 4(23.5)
¢.22664>C (CC) (2) 0 (0.0)

0.876

0.862
.1723C>T (CC) (97) 15 (15.5)
¢.1723C>T (CT) (26) 2(7.7)
¢.1723C>T (TT) (17) 2(11.8)
.1646-37C>T (CC) (106) 15 (14.2)
¢.1646-37C>T (CT) (30) 3(10.0)
.1646-37C>T (TT) (4) 1 (25.0)
c.49+1394>C (44) (101) 8(7.9)
¢.49+1394>C (4C) (29) 7(24.1)
.49+1394>C (CC) (10) 4 (40.0)
.109+1384>C (44) (99) 14 (14.1)
.109+1384>C (AC) (28) 3(10.7)
.109+1384>C (CC) (13) 2 (15.4)
€.37+12C>T (CC) (94) 14 (14.9)
¢.37+12C>T (CT) (34) 3(8.8)
¢.37+12C>T (TT) (12) 2(16.7)
.422-25T>C (TT) (97) 14 (14.4)
.422-25T>C (TC) (31) 2(6.5)
.422-25T>C (CC) (12) 3(25.0)

106 (87.6)
13 (76.5)
2 (100.0)

82 (84.5)
24 (92.3)
15 (88.2)

91 (85.8)
27 (90.0)
3 (75.0)

93 (92.1)
22 (75.9)
6 (60.0)

85 (85.9)
25 (89.3)
11 (84.6)

80 (85.1)
31(91.2)
10 (83.3)

83 (85.6)
29 (93.5)
9 (75.0)

Ref
0.383, 0.459 (0.136-1.436)
0.579, 0 (0.063 - )
0.579, « (0.063 - )
0.506, 1.884 (0.612 — 6.082)
Ref
0.484,2.195 (0.510 — 10.18)
0.979, 1.372 (0.325 — 6.541)
0.979, 1.372 (0.325 - 6.541)
0.884, 1.203 (0.264 — 5.684)
0.474, 0.560 (0.192 - 1.771)
Ref
0.774, 1.484 (0.444 — 5.107)
0.905, 0.494 (0.070 — 6.816)
0.905, 0.494 (0.070 — 6.816)
0.949, 0.457 (0.065 — 6.248)
0.947, 0.808 (0.275 — 2.625)
Ref
0.016, 0.270 (0.094 — 0.772)
0.009, 0.129 (0.033 — 0.486)
0.009, 0.129 (0.033 — 0.486)
0.040, 0.195 (0.056 — 0.682)
0.004, 4.567 (1.601 — 12.724)
Ref
0.876, 1.373 (0.397 — 4.773)
0.763, 0.905 (0.205 — 4.454)
0.763, 0.905 (0.205 — 4.454)
0.822, 0.850 (0.202 — 4.120)
0.972,0.843 (0.315 —2.482)
Ref
0.549, 1.808 (0.537 — 6.227)
0.789, 0.875 (0.190 — 4.343)
0.789, 0.875 (0.190 — 4.343)
0.909, 0.765 (0.176 — 3.747)
0.696, 0.696 (0.262 —2.030)
Ref
0.354,2.446 (0.571 - 11.31)
0.596, 0.506 (0.131 - 1.919)
0.596, 0.506 (0.131 - 1.919)
0.857,0.780 (0.292 — 2.286)
0.442,0.428 (0.116 — 1.606)
Contd...




SNP ID

Pain level (0-3)

Pain level (4-5)

P value, OR (CI)

16

17

18

19

20

SELE: NM_000450.2: ¢.4454>C (A4) (90)
SELE: NM_000450.2: ¢.4454>C (AC) (36)
SELE: NM_000450.2: ¢.4454>C (CC) (9)
CCuvs. AA

(CC+AC) vs. AA

CCvs. (AC+AA)

SELE: NM_000450.2: ¢.529+15T>C (TT) (100)
SELE: NM_000450.2: ¢.529+15T>C (TC) (31)
SELE: NM_000450.2: ¢.529+15T7>C (CC) (9)
CCvs. TT

(CC+CT) vs. TT

CCuvs. (CT+TT)

ICAM-1: NM_000201.3: ¢.14054>G (A4) (91)
ICAM-1: NM_000201.3: ¢.14054>G (AG) (30)
ICAM-1: NM_000201.3: ¢.14054>G (GG) (19)
GG vs. AA

GG vs. (AA+AG)

(GG+AG) vs. AA

ICAM-1: NM_000201.3: ¢.94>C (44) (94)
ICAM-1: NM_000201.3: ¢.94>C (AC) (35)
ICAM-1: NM_000201.3: ¢.94>C (CC) (11)
CCvs. AA

CCvs. (AC+AA)

(CC+AC) vs. AA

VCAMI1 NM 001078.4:c.1238G>C(GG) (140)

11 (12.2)
7(19.4)
1(7.1)

15 (15.0)
3(9.7)
1(11.1)

15 (16.5)
3(10.0)
1(5.3)

16 (17.0)
1(2.9.0)
2(18.2)

19 (13.6)

79 (87.8)
29 (80.6)
13 (92.9)

85 (85.0)
28 (90.3)
8 (88.9)

76 (83.5)
27 (90.0)
18 (94.7)

78 (83.0)
34 (97.1)
9 (81.8)

121 (86.4)

Ref
0.444, 0.576 (0.218 — 1.515)
0.917, 1.810 (0.252 - 20.91)
0.917, 1.810 (0.252 - 20.91)
0.713, 1.368 (0.505 — 3.744)
0.742,2.167 (0.345 — 24.293)
Ref
0.650, 1.647 (0.494 — 5.662)
0.860, 1.412 (0.229 — 16.63)
0.860, 1.412 (0.229 — 16.63)
0.612, 0.629 (0.215 - 2.003)
0.779, 1.274 (0.209 — 14.87)
Ref
0.568, 1.776 (0.528 — 6.120)
0.366, 3.553 (0.579 — 39.46)
0.366, 3.553 (0.579 — 39.46)
0.437,3.147 (0.538 — 34.62)
0.266, 0.450 (0.155 — 1.409)
Ref
0.068, 6.974 (1.065 — 75.45)
0.744, 0.923 (0.197 — 4.590)
0.744, 0.923 (0.197 — 4.590)
0.994, 0.683 (0.149 — 3.380)
0.149, 0.340 (0.101 — 1.213)




