
Supplementary Table III. SNP distribution among groups of occurrence of vaso-occlusive crisis in past one year
SNP ID VOC (1-4) VOC (5-9) VOC (>9)

1 SELP: NM_003005.4: c.1807C>T (GG) (59) 18 (30.5) 37 (62.7) 4 (6.8)
SELP: NM_003005.4: c.1807C>T (GA) (57) 31 (54.4) 23 (40.4) 3 (5.2)
SELP: NM_003005.4: c.1807C>T (AA) (24) 10 (41.7) 14 (58.3) 0 (0.0)

P-value 0.078
2 SELP: NM_003005.4: c.1812C>T (CC) (121) 51 (42.1) 63 (52.1) 7 (5.8)

SELP: NM_003005.4: c.1812C>T (CT) (11) 6 (54.5) 5 (45.5) 0 (0.0)
SELP: NM_003005.4: c.1812C>T (TT) (8) 2 (25.0) 6 (75.0) 0 (0.0)

P-value 0.570
3 SELP: NM_003005.4: c.590+29A>G (AA) (121) 49 (40.5) 66 (54.5) 6 (5.0)

SELP: NM_003005.4: c.590+29A>G (AG) (12) 6 (50.0) 5 (41.7) 1 (8.3)
SELP: NM_003005.4: c.590+29A>G (GG) (7) 4 (57.1) 3 (42.9) 0 (0.0)

P-value 0.786
4 SELP: NM_003005.4: c.590+49G> C (GG) (121) 46 (38.0) 69 (57.0) 6 (5.0)

SELP: NM_003005.4: c.590+49G>C(GC) (19) 13 (68.4) 5 (26.3) 1 (5.3)
SELP: NM_003005.4: c.590+49G>C (CC) - - -

P-value 0.038
5 SELP: NM_003005.4: c.625G>A (GG) (120) 31 (40.3) 42 (54.5) 4 (5.2)

SELP: NM_003005.4: c.625G>A (GA) (16) 6 (66.7) 3 (33.3) 0 (0.0)
SELP: NM_003005.4: c.625G>A (AA) (4) 4 (100.0) - -

P-value 0.018
6 SELP: NM_003005.4: c.2105T>G (TT) (109) 30 (44.1) 35 (51.5) 3 (4.4)

SELP: NM_003005.4: c.2105T>G (TG) (21) 8 (53.3) 7 (46.7) -
SELP: NM_003005.4: c.2105T>G (GG) (10) 3 (42.9) 3 (42.9) 1 (14.3)

P-value 0.191
7 SELP: NM_003005.4: c.2102-52C>G (CC) (94) 26 (44.8) 30 (51.7) 2 (3.4)

SELP: NM_003005.4: c.2102-52C>G (CG) (32) 12 (50.0) 11 (45.8) 1 (4.2)
SELP: NM_003005.4: c.2102-52C>G (GG) (14) 3 (37.5) 4 (50) 1 (12.5)

P-value 0.458
8 SELP: NM_003005.4: c.2102-15A>C (AA) (104) 29 (43.9) 34 (51.5) 3 (4.5)

SELP: NM_003005.4: c.2102-15A>C (AC) (25) 7 (41.2) 9 (52.9) 1 (5.9)
SELP: NM_003005.4: c.2102-15A>C (CC) (11) 5 (71.4) 2 (28.6) 0 (0.0)

P-value 0.515
9 SELP: NM_003005.4: c.2266A>C (AA) (121) 34 (46.5) 35 (47.9) 4 (5.6)

SELP: NM_003005.4: c.2266A>C (AC) (17) 6 (60.0) 4 (40.0) 0 (0.0)
SELP: NM_003005.4: c.2266A>C (CC) (2) 5 (71.4) 2 (28.6) 0 (0.0)

P-value 0.212
10 SELE: NM_000450.2: c.1723C>T (CC) (97) 26 (40.6) 35 (54.7) 3 (4.7)

SELE: NM_000450.2: c.1723C>T (CT) (26) 7 (46.7) 8 (53.3) 0 (0.0)
SELE: NM_000450.2: c.1723C>T (TT) (17) 8 (72.7) 2 (18.2) 1 (9.1)

P-value 0.048
Contd...



SNP ID VOC (1-4) VOC (5-9) VOC (>9)
11 SELE: NM_000450.2: c.1646-37C>T (CC) (106) 32 (46.4) 33 (47.8) 4 (5.8)

SELE: NM_000450.2: c.1646-37C>T (CT) (30) 7 (38.9) 11 (61.1) 0 (0.0)
SELE: NM_000450.2: c.1646-37C>T (TT) (4) 2 (66.7) 1 (33.3) 0 (0.0)

P-value 0.501
12 SELE: NM_000450.2: c.49+139A>C (AA) (101) 26 (40.6) 35 (54.7) 3 (4.7)

SELE: NM_000450.2: c.49+139A>C (AC) (29) 10 (52.6) 8 (42.1) 1 (5.3)
SELE: NM_000450.2: c.49+139A>C (CC) (10) 5 (71.4) 2 (28.6) 0 (0.0)

P-value 0.297
13 SELE: NM_000450.2: c.109+138A>C (AA) (99) 25 (40.3) 36 (58.1) 1 (1.6)

SELE: NM_000450.2: c.109+138A>C (AC) (28) 11 (57.9) 7 (36.8) 1 (5.3)
SELE: NM_000450.2: c.109+138A>C (CC) (13) 5 (55.6) 2 (22.2) 2 (22.2)

P-value 0.000
14 SELE: NM_000450.2: c.37+12C>T (CC) (94) 26 (41.9) 33 (53.2) 3 (4.8)

SELE: NM_000450.2: c.37+12C>T (CT) (34) 11 (52.4) 9 (42.9) 1 (4.8)
SELE: NM_000450.2: c.37+12C>T (TT) (12) 4 (57.1) 3 (42.9)

P-value 0.298
15 SELE: NM_000450.2: c.422-25T>C (TT) (97) 24 (38.7) 37 (59.7) 1 (1.6)

SELE: NM_000450.2: c.422-25T>C (TC) (31) 13 (65.0) 5 (25.0) 2 (10.0)
SELE: NM_000450.2: c.422-25T>C (CC) (12) 4 (50.0) 3 (37.5) 1 (12.5)

P-value 0.000
16 SELE: NM_000450.2: c.445A>C (AA) (90) 23 (39.7) 34 (58.6) 1 (1.7)

SELE: NM_000450.2: c.445A>C (AC) (36) 15 (65.2) 6 (26.1) 2 (8.7)
SELE: NM_000450.2: c.445A>C (CC) (14) 3 (33.1) 5 (55.6) 1 (11.1)

P-value 0.003
17 SELE: NM_000450.2: c.529+15T>C (TT) (100) 23 (35.9) 39 (60.9) 2 (3.1)

SELE: NM_000450.2: c.529+15T>C (TC) (31) 16 (80.0) 3 (15.0) 1 (5.0)
SELE: NM_000450.2: c.529+15T>C (CC) (9) 2 (33.3) 3 (50.0) 1 (16.7)

P-value 0.000
18 ICAM-1: NM_000201.3: c.1405A>G (AA) (91) 28 (48.3) 28 (48.3) 2 (3.4)

ICAM-1: NM_000201.3: c.1405A>G (AG) (30) 8 (40.0) 10 (50.0) 2 (10.0)
ICAM-1: NM_000201.3: c.1405A>G (GG) (19) 5 (41.7) 7 (58.3) 0(0.0)

P-value 0.141
19 ICAM-1: NM_000201.3: c.9A>C (AA) (94) 31 (50.0) 28 (45.2) 3 (4.8)

ICAM-1: NM_000201.3: c.9A>C (AC) (35) 7 (31.8) 15 (68.2) 0 (0.0)
ICAM-1: NM_000201.3: c.9A>C (CC) (11) 3 (50.0) 2 (33.3) 1 (16.7)

P-value 0.053
20 VCAM1: NM_001078.4: c.1238G>C(GG) (140) 41 (45.6) 45 (50.0) 4 (4.4)


