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Supplementary Fig. 1. Risk of bias (RoB) assessment for studies using the Review Manager 5; RevMan 5 software. (A) Representative
summary table for the risk of bias assessment. Green cells with ‘+’ designate low risk of bias, yellow cells with ‘?* designate unclear risk of
bias, and red cells with ‘-’ designate high risk of bias. (B) Representative summary of risk of bias graph across studies.



