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Supplementary Fig. 2. Copy number variations in two aborted foetuses (A) 3.68 Mb copy gain in 17p11.2 region identified in the foetus
ABO0015, (B) 3.45 Mb copy loss in 17p11.2 region in the foetus AB0033, C) Cytoband location of the 17p11.2 copy number variation,
D) ClinGen dosage sensitivity map of the 17p11.2. Genes highlighted in red (FLCN and RAIl) are known to cause syndromic foetal
malformations, E) OMIM genes and phenotypes associated with 17p11.2 region.



